Key indicators: single-crystal X-ray study; T = 296 K; mean (C-C) = 0.003 Å; R factor = 0.052; wR factor = 0.153; data-to-parameter ratio = 19.9.
In the crystal structure of the title compound, C 18 H 23 NO 2 , there are only van der Waals interactions present. The cyclohexyl ring has a chair conformation. The longer axes of the displacement parameters of the non-H atoms forming the ethylmethylcarboxylate skeleton are perpendicular to the plane through the non-H atoms of this skeleton.
Related literature
For general background to pharmaceutical applications of methyl 4-cyano-4-cyclohexyl-4-phenylbutanoates, see: Hartmann & Batzl (1986) , Hartmann et al. (1992) ; Fadel & GarciaArgote (1996) .
Experimental
Crystal data aminophenyl)-3-cyclohexylpiperidine-2,6-dione derivatives have been screened as inhibitors of human placental aromatase and treatment of estrogen-dependent diseases (Hartmann & Batzl, 1986, and Hartmann et al., 1992) .
The title molecule is shown in Fig. 1 . The cyclohexane ring adopts a chair conformation. There are no weak hydrogen bonds and no significant intermolecular π-π electron interactions in the structure. The longer axes of the displacement parameters of the non-hydrogen atoms forming the ethylmethylcarboxylate skeleton are perpendicular to the plane through the non-hydrogen atoms through this skeleton. The displacement parameters of these atoms are rather elongated, possibly due to weak intermolecular interactions between the molecules which may enable more intense thermal agitation of the molecules in the structure. 
Powdered potassium carbonate (6.9 g, 0.05 mol) and tetrabutylammonium bromide (0.8 g, 0.0025 mol) were added to a solution of 2-cyclohexyl-2-phenylacetonitrile (9.95 g, 0.05 mol) in toluene (35 ml). Methyl acrylate (5.16 g, 0.06 mol) was slowly added in the mixture at 110 °C. After refluxing for 7h, the mixture was cooled and water was added, extracted with ethyl acetate (3 × 50 ml), combined organic solutions, washed with water (3 × 50 ml), and dried over 
Refinement
All the H atoms were located in the difference electron density map. Nevertheless, the H atoms were constrained and refined in the riding motion approximation: C aryl -H = 0.93, C methine -H = 0.98, C methylene -H = 0.97, C methyl -H = 0.96 Å.
U iso (H aryl/methane/methylene ) = 1.2 × U eq (C carrier ) and U iso (H methyl ) = 1.5 × U eq (C carrier ). The title molecule with the atom labels and the displacement ellipsoids shown at the 30% probability level. 
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